Rotavirus infections were detected in 210 of 675 children with acute diarrhea admitted to a major pediatric hospital in Rome from January 1982 through December 1985. Most of the patients with rotavirus infections were admitted during the winter season in both 1982 and 1985, whereas during the two intermediate years, cases occurred in ail months. Among 84 rotavirus samples examined, 14 different electropherotypes were recognized, 2 of which largely predominated over the others. The two electropherotypes were particularly frequent in the 2 epidemic years, altogether accounting for 70.2% of the samples typed, and circulated in distinct periods. None of the viruses showed a short pattern of electrophoretic migration of the genome, indicating a minor involvement of subgroup I rotaviruses in hospitalization-requiring diarrheas occurring in the area surveyed.
Human rotaviruses (HRV) constitute a heterogeneous group of viruses showing different antigenic specificities and a high extent of genetic diversity. The identification of virus strains through serological methods, by which at least two antigenically different subgroups and six serotypes of HRV can be distinguished (3, 9, 15, 24, 28, 41) , is hampered by the difficulties encountered in growing human rotavirus in cell cultures and by the close antigenic relatedness of various strains. As an alternative approach, analysis of the virus genome by polyacrylamide gel electrophoresis (PAGE) has proven to be valuable for the differentiation of field strains of HRV, especially in large-scale studies, and has been adopted by many laboratories (1, 7, 12, 14, 16, 27, 32, 35) . Infected people usually shed large amounts of rotavirus with their feces, and in many cases, enough viral genomic RNA for analysis can be directly extracted from minimal volumes of stools (12, 29, 40) , thus circumventing the need for prior virus isolation and purification. The rotavirus genome consists of 11 segments of double-stranded RNA which can be resolved as separate bands by electrophoresis (23) . Variations in the electrophoretic mobility of one or more segments allow different HRV strains to be assigned to distinct electropherotypes.
In the present paper, we report the results of a 4-year study of the occurrence of HRV infections among children with acute diarrhea in the area of Rome. positive cases occurred in all months and were distributed through a series of minor epidemic waves. In fact, the distribution of cases of rotavirus diarrhea by season (Table  1) during 1982 proved to be very different from those observed in 1983 (X2 = 23.1, P < 0.001) and 1984 (x2 = 11.3, P < 0.01). However, it did not differ from the distribution of cases during 1985 (X2 = 1.3, P > 0.1). Indeed, during the last year of the survey, the frequency of rotavirus infections increased and reached a major peak in winter and spring, followed by a relatively smaller cluster of cases in August and September.
Rotavirus double-stranded RNA was extracted from the feces of infected children and analyzed by PAGE. An amount of RNA sufficient to perform comparisons between strains, including coelectrophoretic runs of closely similar electropherotypes, was recovered from 84 samples. Among the typed rotavirus samples, 14 electropherotypes were distinguished and were designated A through N (Fig. 2) . As compared with the mobility of band 11 of bovine rotavirus (not shown), all samples tested exhibited the long pattern of migration that is typical of subgroup Il rotaviruses. In one case, more than 11 segments of rotaviral RNA were extracted from the same stool sample, indicating the occurrence of infection with different rotavirus strains (not shown). Electropherotypes A and I were by far more common than any of the other 12 rotavirus electropherotypes detected, altogether accounting for 59 (70.2%) of the 84 samples studied.
The quarterly distribution of rotavirus electropherotypes is reported in Table 2 . Electropherotype A accounted for 9 of 10 samples examined in 1982 and was also found to be the predominant type in 1983 (39.1% of samples tested), during which nine further electropherotypes were encountered. In (Fig. 3) , electropherotypes A and I showed different mobilities for 7 of the 11 genome segments. (6, 8) . In addition, a number of studies (21, 30, 34, 37) have revealed that both VP7, the major surface antigen of rotavirus, and the outer protein VP3 elicit the production of neutralizing antibodies and that some of these are broadly cross-reactive with different virus serotypes. The presence of multiple antigenic determinants in both VP3 and VP7 and the independent segregation of the genetic information for these proteins (20, 21, 34) appear to suggest that conventional serotyping may not entirely account for the actual antigenic differences among viral strains. Because of its high sensitivity in distinguishing individual rotavirus strains, genome fingerprinting may thus allow relevant epidemiological observations, which serotyping alone could dismiss. Whatever the serotypes of the virus strains they represent may be, it is clear that electropherotypes A and I in our study correspond to two actually distinct rotavirus strains; in fact, they shared only five genome segments with identical electrophoretic mobilities. Interestingly, segments 4 and 9, which carry the genes for VP3 and VP7, respectively, migrated differently in the two strains.
ROTAVIRUS ELECTROPHEROTYPES IN ROME 1525
Variation in virulence has been recently shown for animal rotaviruses (5) and is also thought to occur among human strains (13) . We cannot rule out the possibility that the selection of strains represented by electropherotypes A and I in our population may have been at least partially favored by a more pronounced virulence of these strains with respect to all the others. However, it is unlikely that replacement of the strain represented by electropherotype A with the strain represented by electropherotype I as the predominant strain occurred for this same reason, since the decline of the former electropherotype was already completed at the end of 1983 when electropherotype I emerged. On the other hand, a preliminary analysis of clinical signs (data not shown) revealed no appreciable differences between rotavirus-infected patients by year of admission or type of infecting virus.
It is noteworthy that despite the circulation of many different rotavirus strains, in no case did we find an infection with a short-pattern rotavirus. Among human virus strains, the presence of the short electropherotype is strongly associated with subgroup I and serotype 2 specificities (22); rotaviruses with these characteristics are considered as forming a closely related family distinct, from an evolutionary point of view, from subgroup Il viruses (17. 19) . Even though only 40%Y of our samples could be typed by electrophoresis, our results suggest a minor involvement, if any, of such viruses in cases of diarrhea requiring hospitalization in our country.
